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Abstract: Human mitochondrial transcription termination factor 3 (MTERF3) protein is a negative regulator of
human mitochondrial gene expression and energy metabolism. Human MTERF3 gene was amplified with the
human genome by PCR, the segment was cloned into the eukaryotic expression vector pGL6-TA. The
recombinant was detected by endonuclease and sequenced. Plasmid pGL6-MTERF3-promoter was transfected
into HEK?293 cells by lipofectamine 2000. The activity of luciferase was detected, and the effect of the human
MTERF3 promoter was studied. The sequenced segment (1251bp) in the recombinants was identical to that

reported in GenBank and the segment was inserted in right direction. The dual-luciferase analysis results showed
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that the human MTERF3 promoter containing 1251bp fragment had the high transcriptional activity in HEK293

cells transfected with the recombinant plasmid, which were about 9.8 times of those in negative control group

(empty vector pGL6-TA). The luciferase reporter gene vector with human MTERF3 promoters of 1251bp has

been constructed successfully, which lay a foundation of further study on the regulation of the human MTERF3

gene expression.
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Fig.1 PCR amplification of the human MTERF3 5-falnking
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2.2 pGL6-MTERF3-promoter Al B2
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Fig.2 plasmid profile of pGL6-MTERF3-promoter
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Fig.3 pGL6-MTERF3-promoter digested by Kpn I and Hind III

AECESIGTCTC CTC A A AG TG GTG CATACG ACATGATIC ATG CE G TG TG CTGG G TAGGG ACGAAGG CTGG AGCA

GCTGCCCC AGCACGAGG ATCGCGCTCCTGG CGAGGG TICAGG TICC GG CGE ACCCE CG TCCAGACCGEGCT

CCAGGGCCTCAAGGGCCTTIMGGIITICGCGGCCCagmga

Bl 4 N MTERF3 JEIN A 8 1 9Ot 2 MR 1 JE D R IA i
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Fig.4 DNA sequence of luciferase reporter gene vectors
containing human MTERF3 promoter region
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Fig.5 Measurement of luciferase activities in HEK293

FOLRMAN FIEFE
O = N WA U

N MTERF3 J& T 8RR 2 1 P A K
BRI, el 5 2Rk DNA (mitochondrial
DNA, mtDNA) HHEFEREE 27X 456, ik
Fifk DNA XUBE 555K, Wredenberg %5 (#Hf
Gt R FLE Y MTERF3 & G854 Rk
OB S 1 21 %ke, S SR AR A 1 A= 40)
% N MTERF3 & 4 j& i R S R iA g i
AR SRR IR 7, 0GR . 2R R
PRZIRATHEGON CAnB R BRI . A4 ARIES)
(RI2 5 vh )7 B B s RS AR, X



44 HE PR AR (A AR AR

W N MTERF3 PR H 5 R IK R RLEIEZ 44
AN

B SR KT P R 428 i i TR ek T U o
(P)—/NIRTT, LS ite bf 2 R R IR (P FE AR F5 11 A
TR BR] 3 20 110 2 2 R 45 356 DR 3 08 s U 2 A
FERE SRR IR . AT IE AT o, @it
W DTN MTERF3 SRR 5 8 1 X 1)
JEHVRHE e skl R L S A s AT T 08 A
BE— BTN MTERF3 SEIR 2B VIR, AT
FHAT TN MTERF3 JER S 811 v e L L9k
TR SR R IR AR R . S RS A
P H T T DR Sl P — A T O,
I 2 N T A 8 FREE Y A, ek H )
FEPREE A B 7 W TR o e B AR
JA BT RIS JE R RA i, JE ok
YL, RIS F M AR IR KT R B Sk
R B RS RS RS T A
PSMA S£NJH 3 1 RIEHAD, HSdg T A
claudin-10 FEHJH ) 198 6 F AL TR, AT
SRR T NIRWIIR & R FAS JE K JH 3 1 RiE 8
PRI, DL BIF S R R A A A B f T A
LR 313G T A5 o

AWEFCE N MTERF3 FE R 5' 3 3000 bp £
FE ) DNA J¥ Z4E 8 H b5 7 41, 38 ok &1
TFSEARCH 73 #1855 R -7 5 G s EA T4 28 T
Sl T N MTERF3 ZERR 37X 1251 bp (1741,
P T N MTERF3 %G 2 AR 2 SE IR IL Tk . A
RrIL R 207tk DRohakge 7O, faiE. R
BRI R T LR R LT N MTERF3 %
D 8l 7 3G M IR I, 1% R GRS DL O &R
(luciferin) 4 JEP AT EE K HRRE RN, J5 L
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pGL6-control . pGL6-MTERF3- promoter 43 7] Al
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